Instruction:

Letters highlighted in red colour to be deleted amblue colour to be added.

Abstract:

1. Spacing between two sentences is missing and albe atarting point after full
stop (.). Kindly avoid such mistakes. Example aralysisof, determinethe,
protocol.Alleles/loci Like wise many are in the whole manuscript.

2. Avoid sentences related to materials and methotiseiabstract and discuss more
results and discussion.

3. Polymorphic information contentis wrong. It should bepolymorphsm
information contentLike wise corrected throughout the manuscript.

Introduction:

1. The sentence ‘Hybrid seed production of maize we®l crossing highly
homogeneous inbred lines produced by several giémeraf selfing to produce
heterogeneous hybrids’ may be corrected. For hysedd production normally
diverse inbred lines will be used.

Materials and methods:

1. No need to explain the DNA extraction protocol adell known. Just citing the
reference is enough and if any modifications toptwocol to be mentioned.

2. The sentenceeach individual band was considered as a singleslatielé may
be rewritten as€ach individual band was considered as a singicallike wise
it should be corrected throughout the manuscrigind® can be considered as
alleles not as loci.

Results and discussion:

1. Whether authors have taken the SSR markers randoméyy reports that the
SSR markers used by authors were linked to gepetity of maize germplasm.

2. Did authors got any SSR marker which could difféiega the maize genotypes
into highly pure and less pure genotypes?

3. Discussion is not explained well and it may be nedadorated.
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