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To: Managing Editor

Subject: Re: Request for evaluation of revised paper, reference number:
2013_AJEA_8682

[ have read the last version of the paper that confirmed once again that the authors
have not any familiarity with the numerical and multivariate analysis of molecular
data. This throws serious doubts about the reliability of the results. As known, SIMINT
of NTSYS computes a variety of similarity and dissimilarity coefficients for interval
measure (quantitative) data. The presence and absence of SSR bands (1 or 0) or the
average of three data cannot be considered as interval measure. SANH is a category of
clustering methods and UPGMA is one of these methods.
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