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 Reviewer’s comment Author’s comment (if agreed with reviewer, 

correct the manuscript and highlight that part in 

the manuscript. It is mandatory that authors 

should write his/her feedback here) 

Compulsory REVISION comments 

 

I contest the assumption of the authors that clustering of 

genotypes based on markers around the ‘Saltol’ region 

can group them according to their salinity tolerance level. 

The authors would need to test this hypothesis with 

cultivars with identified level of tolerance first. And 

according to my understanding of the basis of allelic 

diversity, their hypothesis would be proven wrong. 

Clustering of genotypes based on markers spanning 

‘Saltol’ would simply indicate their relatedness with 

respect to the Pokkali alleles across that region of 

Chromosome 1-nothing more. Moreover ‘Saltol’ accounts 

for ~ 20% of the variance for Na/K ratio (Thomson et al. 

2010) and even less for the SES score.  

The authors need to re-write the paper as 1. Finding 

suitable donors for salt tolerance traits using 

physiological parameters that they have used. 

 

Clustering based on the ‘Saltol’ alleles of Pokkali-at best 

they can find the divergence of their cultivars from 

Pokkali and nothing more! 

 

Minor REVISION comments   

Optional/General comments 

 

Please re-check paper for English grammer  
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