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Abstract
Pakistan is facing severe scarcity of edible ol @apending a huge amount of foreign
exchange on its annual import. Sesame is the Iptisinoas an edible oilseed crop due to
less water requirement. Various statistical analgse used to test the contribution of
different yield related traits for developing higield potential cultivars. Correlation
analysis illustrates the association among diffeyexld related traits exist in plant
population under study. Genotypic and phenotypieffadents of variability reveal
the extent of differences among the accessions,tduthe genetic factors and their
response to environmental condition of the expeantmBath coefficient analysis reveals
the relationship between variables in multivariabjetem is considered. Previous studies
of various sesame breeders proved that plant hergithber of branches per plant,
number of capsules per plant, seeds per capsé8;seed weight are the traits which
have significant and positive correlations with lgrigoer plant at both genotypic and
phenotypic levels. These characters also have pmh analysis values especially
capsules per plant had highest direct effect od yesd followed by 1000-seed weight.
So, these traits may be used as selection criterfature breeding programs for the
improvement of seed yield of sesame.
Keywords: Sesamum indicum, correlation, path coefficient analysis, accessjon
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I ntroduction
Sesame Sesamum indicum L.), a conventional oilseed crop grown well inpical and
subtropical areas of the world [1]. There are 3@css in the genuSesamum; out of
which onlyindicum is widely cultivated [2]. There are branched aimgjle stem varieties.
Sesame plant has deep root system and well adaptedter deficit conditions. It is
sound suited to smallholder farming with a reldtiv&hort harvest period allowing other
crops to be grown in the field [3-4]. The best mmg temperature for growth blossoms
and fruit ripening is 26-3C [4]. Sesame is a short duration crop which cotepléts
cycle within 100-110 days. It is fit as catch criopZaid Kharif because wheat can be
timely cultivate after sesame. Therefore, thera ggeat scope of horizontal expansion of
sesame without affecting current area under diffieceops. Sesame is a very rewarding
crop due to its low cost of production and higtcer5]. During 2012-13, 29.10 thousand
tons of sesame seed was produced in Pakistan froarea of 70.90 thousand hectares
[6]. During 2013-14, 37.63 million tons sesame seed lwéts. 7342 million was
exported [7]. The chemical composition of sesanmed sshows that the seed is a good
source of carbohydrate (13.5%), protein (18-29), (&86) [8] and about 50% oil of high
quality [9]. Sesame seed also contains high peagendtf some essential amino acids [10-
12] and vitamin B complex, important for cell oxygeion influencing liver cells
favorably [13]. Sesame seeds are used as raw foadeh as in confectionery, sweets,
bakery products and also oil is used for industrypieparation of soap, perfume and
carbon papers as well as vegetable oil [14-15].
Genetic variability shows the difference among gienmaterial of individuals. It is a
measure of the tendency of individual genotypes jpopulation to vary from one another




[16]. Correlation analysis explains relations o€ timorphological characters with each
other, while path coefficient analysis examinegdiand indirect effects of various traits
on seed yield [17]. Information on the nature agnvkl of genetic variability present in a
crop species is important for crop improvement dadelopment programs and also for
the development of any desired character [18]. Rakiis facing an acute shortage of
edible oil. Demand of edible oil in Pakistan isre&sing with the increase in population
while production of edible oil is decreasing evgear. Development of a suitable and
high yielding oilseed cultivars are dire need t@emome the upcoming food and health
threats. The aim of present review is to understhatthow correlation and path analysis
are useful to categorize the different yield cdnitting traits in sesame production. So
that, information may be use to design further thireg program for the development of
disease resistant, insect/pest resistant and hajtling sesame cultivars. The genetic
variability, heritability, genetic advance, cortéd@, combining ability, heterosis, gene
action and path coefficient analysis provide plargeder to select higher yielding crop
plant genotypes [19-27].

Heritability and genetic advance

Heritability estimates were recorded moderate fghhior all of the measured traits
(number of capsules/plant, capsule length, numbeeeds/capsule, seed weight/capsule,
1000-seed weight and 5-plant yield). Number of odgsdplant showed the highest
correlation with yield [28]. Biswas and Akbar [28lerived information on genotypic
variation, heritability and yield correlations frooata on 8 yield components in 18
genetically diverse genotypes and their F1 hybrigsnotypic coefficients of variation
were highest for seed yield/plant (34.45) followsdnumber of branches/plant (19.71).
Heritability in the broad sense was highest for sd&y flowering (89.20%), days to
maturity (89.16%) and 1000-seed weight (80.10%padaksharet al., [31] found higher
heritability and genetic advance for number of cégss per axil, seed yield per plant,
number of locules per capsule, total number of giggsand total number of branches.
Days to first branching, days to second branchtagsule length and oil content had high
heritability with low genetic advance. The highgsnotypic coefficient of variability,
heritability and genetic advance were observedtem weight, indicating additive gene
action. The lowest heritability and genetic advarasea proportion of the mean, were for
root weight and seed yield. Stem weight had thédsg genotypic correlation with seed
yield, followed by capsule weight, root weight dedf weight [32-34]. Patil and Sheriff
[35] observed that heritability estimates were highseed yield per plant, oil yield per
plant, oil contents, days to maturity, harvest iydeumber of capsules, days to 50%
flowering and capsule length.

Estimates of broad sense heritability, genetic adgaand the genotypic coefficient of
variation indicated the importance of seed yieldmber of capsules, husk weight,
number of branches and 1000-seed weight in thetsmteof genotypes with high yield
potential. Seed yield was positively associatechwitimber of capsules, husk weight,
number of branches, number of seeds and seed w@&@htHigh heritability coupled
with high genetic advance was recorded for days\aburity, productive capsules/plant
and seed yield/plant [37]. All populations in F2daR3 recorded desirable means and
moderate to high heritability for primary branchespsule number, seed number,
percentage oil and yield/plant. Number of capsuaed seeds, 1000-seed weight and
single plant yield decreased from F2 to F3 in alpuydations [38-39]. The number of
seeds per capsule and 1000-seed weight showed tghtbility values, but they were
relatively lower for culm length and seed yield mant [42]. Solanki and Gupta [43]
seed yield, branches per plant, and capsules mart plere characterized by high
heritability and high genetic advance, indicatimtt these traits were controlled by



additive gene [43]. Krishnaiadt al., [44] found high GCV and heritability coupled with
high genetic advance were observed for capsuleseosondary branches, number of
secondary branches, capsules on primary branclhpsules on main stem and plant
height suggesting simple selection as effectivarprove these traits. Balet al., [45]
assessed variability, heritability, genetic advaand genetic advance as percent of mean
in white seeded genotypes of sesame. High heittabdupled with high genetic advance
was observed for number of primaries, number oSalgs per plant, seed yield per plant
and oil yield per plant. 1000-seed weight and oititent showed low heritability as well
as low genetic advance besides narrow range cilvéity.

Sarwaret al., [46] revealed that branches per plant and cappdeplant seemed to be
governed by additive type of genes as they showeigta heritability along with a high
genetic advance. High heritability was recorded deed yield per plant, plant height,
number of branches per plant, number of capsuleplpat and 1000-seed weight. High
heritability coupled with high genetic advance wesorded for seed yield per plant and
number of branches per plant [47]. Mubaghial., [48] concluded that there were highly
significant differences among genotypes for all thaeits studied. High heritability
estimates were observed for days to flower ingimtand completion, days to maturity,
plant height, Number of branches/plant, capsulastpkeed yield/plant and seed yield m
2. Number of capsules and branches/plant, seed/piaid and seed yield fpossessed
high genetic advance as % of mean indicating prispaf improving seed yield from
30.58 to 57.91%. Thirumala@t al., [49] high genetic advance coupled with high
heritability as percent of mean was observed fpsabe/plant, seed yield and plant height
representing the role of additive gene in exprgssirese characters. Path coefficient
analysis showed that Number of capsules/plant @stdxeight were important characters
to be considered for realizing the progress indyigksehayet al., [50] found that harvest
index, primary branches/plant and height to fispsule depicted high heritability and
genetic advance. Genetic advance indicated addyipe of gene action that can be fixed
in next coming generations and selection may helgetvelop synthetic varieties of crop
plants while higher broad sense heritability intkcathe dominance type of gene action
and can’t be fixed in next generations but usedketeelop hybrids in crop plant [51-56].
Correlation and Path Coefficient Studies

Seed yield was significantly and positively cortethwith days to maturity, plant height,
number of branches/plant, number of capsules/pirmd 1000-seed weight at the
genotypic level. It is suggested that number ohbnas/plant, 1000-seed weight, days to
flowering and number of capsules/plant are the rropbrtant characters for improving
yield [30]. Seed yield was positively and signifitlg correlated with the number of
primary branches and productive capsules/plant Bagfficient analysis revealed that
selection pressure should be exercised simultaheoies increased numbers of
productive capsules and primary branches per gt The correlation coefficients
between general combining ability effects and palemeans were non-significant. A
maximum of 9.73, 3.90 and 55.00% negative hetenosi® observed for days to 50%
flowering, days to maturity and height up to fifstiting node, respectively. The
correlation coefficients of specific combining afyileffects with F1 mean and relative
heterosis were highly significant [40]. The exteftgenetic coefficient of variability,
heritability and genetic advance as percent of nvezne studied for plant height, Number
of branches/plant, Number of capsules/plant, Nunabeseed/capsule, 1000-seed weight
and yield/plant. They concluded that the Numberagsules/plant contributes the highest
towards yield followed by 1000-seed weight and plheight. Selection emphasis on
these characters could result in progress of y#l{l Shimet al., [42] found that genetic
correlations were slightly higher than the corregfing phenotypic correlations. Culm



length showed positive genetic correlation withhbibte number of capsules per plant and
seed yield per plant, whereas the number of capquée plant showed positive genetic
correlation with seed yield per plant. In the as&yof path coefficients, culm length and
number of capsules exerted a great effect on giald. The seed yield per plant showed
a high and positive association with all the chi@cexcept number of days to flowering
and maturity. Plant height was positively correfateith number of branches and
capsules per plant. A positive correlation was olesg between the branches per plant
and capsules per plant, and between 1000-seed twenghoil content. Path analysis
revealed that 1000-seed weight had the greatesttdffect on seed yield, followed by
branches per plant, oil content, capsules per ptiys to flowering and number of days
to maturity [43]. Branches/plant and capsules/plaetre positively and significantly
correlated with yield/plant of sesame [32]. Numbérprimaries per plant, number of
capsules per plant, number of seeds per capsul)-d€ed weight, leaf area index,
harvest index and seed yield per plant had higiglyificant positive association with oil
yield per plant and also had positive direct ad aglindirect effects through many other
characters [45]. Correlation studies showed thaglsiplant yield had a strong significant
and positive association with capsule number irhbg¢nerations of the two cross
combinations indicating the close link between tilve characters. The path coefficient
analysis showed direct and indirect contributioys different characters i.e. primary
branches, secondary branches, capsules per @ads per capsule and 1000-seed weight
and all these characters had to be consideredeasitist important for determination of
seed yield and selection of parents [57]. Seedlyp&r plant had significant positive
correlations with number of secondary branchessuap on primary branches, number
of capsules per plant, capsule length, 1000-seeghtyeharvest index and oil yield per
plant. Path analysis indicated that number of dagsiseed weight and number of seeds
per capsule had the greatest positive direct etiacseed yield [58]. Alet al., [59-60]
investigated string genotypic correlation of graeld with 100-grain weight. Seed yield
was positively and significantly correlated witrapt height, number of leaves, primary
branches, length of main branch, number of capsuiasain branch, number of capsules
per plant, capsule length and seeds per capsuetinvarieties. Number of capsules per
plant and seeds per capsule were the only two ctesawhich contributed to seed yield
directly [61]. Rao [62] reported that seed yieldfl was positively correlated with plant
height, number of branches, leaf area, number pfuas/plant, capsule length, number
of seeds/plant and seed weight under all irrigasicimedules.They revealed that the traits,
capsules on the main stem as well as on branabefsatea and shoot weight showed a
positive correlation with yield and an intensivesiiwe selection for these traits will
improve the yield automatically [63]. Guirgu& al., [64] found significant positive
correlation occurred between plant height and nurobbranches/plant and fruiting zone
length. Yield/plant was positively correlated witinst pod height and the number of
branches/plant. Highly significant positive cortela occurred between seed yield/plant
and yield/feddan, suggesting that single plantcsiele would be effective for increasing
yield. Sudharangt al., [65] calculated the direct and indirect correlatamefficients from
path analysis of data on 10 yield-related traitshi@ bi-parental progenies and F3 bulk
population of cross R84-4-2X X X198. The directeets of plant height, capsules on
main stem and 1000-seed weight were greater imtgmal progenies than in the F3 bulk
population. The similarities between estimates eriajypic and phenotypic coefficients
of variation for 100-seed weight, capsule lengtipsule breadth, oil content, days to 50%
flowering, days to maturity and seed number perseigpshowed high heritability for
these traits, indicated that selection for thessratters should be effective. The results
indicated a predominance of additive gene effamtséed yield [66].



Plant height, capsules/plant, branches/plant af@-s@ed weight showed significant and
positive correlations with seed yield. High herili#p estimates along with moderate to
high genetic advance were observed for branches/mapsules/plant, 1000-seed weight
and seed yield/plant [67-68]. Biological yield, st index and secondary branches/plant
had a positive direct effect on seed yield. Ituggested that due emphasis should be
given to harvest index, biological yield and se@mdbranches/plant while selecting
plants for improving seed yield in sesame [69]. r€lation studies revealed that
capsules/plant were highly significantly and pesity associated with seed yield/plant
followed by percentage oil content and plant heigikewise, path analysis showed high
direct effects of capsules/plant, percentage ailtexats and plant height on seed yield
[70]. Seed yield exhibited significant and positearelation with siliqua per plant, seeds
per siliqua and primary branches per plant [71-TBe 1000-seed weight had the greatest
direct effect on seed yield, but its utility is dful because of its negative indirect effects
through other yield-related traits. Number of prignBranches per plant, silique per plant
and seeds per siliqua had high degrees of dirattiradirect effects on seed yield. Path
analysis revealed that capsules on branches hadlivigct effect on seed yield [73]. The
genetic correlation showed that the largest yiedd gdant was obtained from genotypes
with larger number of fruits [74]. Oil yield/plarwas positively associated with seed
yield/plant. The highest direct and positive cdnition at genotypic level was made by
maturity followed by root length at 40 days ageyvhat index, capsules/plant root weight
at 20 days age, branch/plant and seeds/capsul€elli®] inter-correlation between the
yield components, apart from the number of capsaleshe main stem, showed high
associations with each other. The characters plant height, number of capsules on
main stem and number of capsules on branches, shawgh positive direct effect on
single plant yield [76]. Karuppaiyan and Ramasaniy][revealed that significant
correlation with seed yield was observed in plagight, number of capsules, Number of
branches, test weight, days to maturity, days t% Swering and oil content. They
observed that number of capsules has the highestiveodirect effect on yield. There
was maximum and positive indirect effect of numbebranches, plant height, days to
maturity, days to percent flowering and test weighiseed yield via number of capsules.
Kathiresan and Gnanamurthy [78] showed that thentlijter accumulation and number
of capsules per plant contributed significantlyseed yield, which exhibited a positive
association that was higher than other traits. €lation studies revealed that seed vyield
was positively and significantly correlated withapt height, number of branches per
plant, number of seeds per capsule, total dry maiteduction and total dry matter
production at maturity. In contrast, the numbes@éds per capsule and oil content were
negatively and significantly correlated with themrher of leaves [79]. Path analysis
revealed that greatest positive direct effects ftant height and capsules/plant,
suggesting that selection for yield improvementeda®n these characters will be
effective [80]. Sakileet al., [81] showed that single plant yield was positivetyrelated
with total capsules, capsules on main stem, hdimliirst capsule and plant height but
only the character number of branches showed asmgmificant and negative correlation
with yield. Gnanasekaraet al., [82] reported that seed yield per plant showedlkig
significant relationship with branches/plant capsijplant and seed/capsules. According
to path analysis, number of branches per planhuraber of capsules per plant or vice-
versa showed positive indirect effects on seedlyaeld played important role to increase
seed yield in sesame, therefore, these charadtexrddsbe given due importance for
selecting high yielding varieties of sesame. Kuméaal., [83] found that maximum
positive direct effects on seed yield was obsetwedapsules per plant followed by test
weight and plant height, while days to maturityysldo 50% flowering and capsule



bearing height had negative effect. They revealed tapsules/plant, test weight and
plant height were the major components contributiogthe yield in sesame. Path
coefficient analysis showed that number of brancied number of capsules per plant
had high positive direct effect on yield/plant. Yheoncluded that number of branches
and Number of capsules/plant may be good selectiberia for seed yield/plant [84].
The greatest difference between PCV and GCV wasreed for number of primary
branches per plant (5.7%) and number of leavelaert (5.3%), indicating that these
characters were more influenced by the environn@sit Correlation studies revealed
that seed yield was significant and positively agged with number of branches and
number of capsules per plant. The path analysisated the maximum direct effects of
number of branches, number of capsules and 10@Dveeight on seed yield [86]. Hilat

al., [87] showed that seed yield had positive and &pamt genotypic and phenotypic
correlations with all traits except for plant heigind biomass yield. Further analysis by
path coefficient method indicated that at genotygiel days to maturity, capsules filling
period and harvest index exerted high positiveatiedfects on seed yield and strong and
positive correlation with seed yield. Similarly,@tenotypic level positive and high direct
effects were exerted by capsules filling periodnber of primary branches and harvest
index on seed yield and these traits had also gtpositive associations with seed yield.
Observations were recorded for seed yield, numbeagsules per plant, number of seeds
per capsule, stem height to the first capsule,tpiamght, fruiting zone length, 1000-seed
weight, and number of fruiting branches. Numbercapsule per plant was highly
correlated with seed yield. However, plant heigad the greatest direct effect on seed
yield of determinate growth habit [88]. Pawaral., [89] concluded that seed oil and
protein content positively correlated with seed Idjiemorphological and growth
parameters. Considering these correlations asageaibrrelations of these characters with
remaining others, the characters for which selact®to be exercised for achieving
improvement in higher seed yield, protein contemt ail content are listed for different
groups.

Yingzhong and Yishou [90] showed that number ofscégs per plant and plant height
had significant positive correlations and directhpeoefficients on seed yield per plant.
Anitha et al., [91] found that positive association was showplant height with number
of capsules on main stem. Positive correlation e@erved for plant height, capsule seed
weight, 1000 seed weight and number of nodes $b fiower with seed yield per plant
[92]. Anashet al., [93] studied 21 high yielding accessions to seseitable cultivar for
local environment and revealed that capsules pnt glad strongest correlation (72%)
with seed yield. Raghuwansé#i al., [94] found that seed yield was positively corretht
with plant height, number of capsules per plant #0@seed weight. The number of days
to 50% flowering, number of days to maturity andmer of branches per plant were
negatively correlated with seed yield. All the cwers showed significant and positive
correlation with seed yield except days to 50 pant dlowering and oil content. They
showed that these characters had also significahpasitive correlation with each other
[95]. Mothilal [96] showed that plant height andmmiber of capsules exhibited significant
positive association with seed yield indicatingtitge relationship. Other characters such
as number of branches, fruiting stem length, nunabeseed per capsule and 1000-seed
weight showed positive association with seed yi®d. of capsules/plant, 1000-seed
weight and Number of seeds/capsule showed the s$tigiusitive direct effects on seed
yield per plant. Highest positive indirect effeat seed yield/plant was exhibited by
number of primary branches via Number of capsuksgiant [97]. Fazakt al., [98]
reported that yield per plant had highly significpositive correlation with all other traits
both at genotypic and phenotypic level. Path amalgealed that capsules per plant had



highest direct effect on seed yield per plant aeddS per capsules had highest indirect
effect via capsules per plant on seed yield pemtpl&trong positive direct effects were
observed for plant height, days to 50% floweringl aveight of seed per capsule. The
indirect negative effects on yield were observed days to first flowering, days to
maturity, number of branches per plant, number agsales per plant and length of
capsule [99]. Correlation studies showed that atarai.e. number of capsules/plant,
plant height and number of primary branches hadtipessignificant association with
yield. Path analysis revealed the presence of pugitive direct effect of number of
capsules/plant and plant height on yield and thaysidered it as selection indices for
selection program for yield in sesame improvemerdg@mm [100]. Sumathi and
Muralidharan [101] observed high heritability coméd with high genetic advance for
plant height, Number of branches, Number of capgsated seed yield/ plant. Significant
positive correlation was observed on seed yieldiplaith plant height, Number of
branches/plant, Number of capsules/plant, days0¢ Howering, days to maturity and
100 seed weight and significant negative corratati@as observed on capsule breadth
with seed yield/plant.

Sumathiet al., [102] found high positive direct effects by cagsidplant were found on
grain yield. Number of capsules/plant showed higtirect effect on grain yield through
plant height, oil contents and days to maturitythRenalysis showed that the number of
capsules per plant and number of primary and secgriianches per plant had relatively
high direct positive effects on seed yield per pli®3]. Path coefficient analysis and
factor analysis divided the 15 measured variables % factors. The 5 factors explained
81% of the total genetic variation in the dependestucture. Factor 1 was strongly
associated with number of capsules in the main ,stength of floral axis, number of
capsules per plant and plant height. Other fagf®rs3, 4 and 5) explained the rest of
genetic variations and may not be important in seséreeding programs [104].
Parameshwarappe al., [105] revealed that seed per plant had signifieard positive
correlation with Number of primary branches pempla&Number of seeds per capsule and
capsule length. They revealed that path coefficerlysis had maximum positive direct
effect of Number of capsules on seed yield followgdapsule length and plant height.
Path analysis and relationship between seven diffeyield contributing characters in
rainfed areas planted during Kharif season. Thewnclomled that Number of
capsules/plant should be given prime importancdewselecting high yielding sesame
cultivars [106]. The path coefficient analysis lhsa seed yield, as a dependent variable
implicated that it is highly affected by plant heigThe overall results demonstrated that
plant height, Number of capsules per plant, Nundfesranches and 1000 seed weight
were the most contributing characters for sesarad gield and these characters were of
great importance in making indirect selection feed yield [107]. Akbaset al., [108]
concluded that correlation coefficient analysisve@o that plant height, capsules plant-
capsule length and 1000-seed weight had the signifipositive and characters related to
maturity, days to flower initiation and days to 5@&wering showed negative correlation
on yield. Principal component (PC) analysis rewvedlet first three PC axes explained
54.21% of the total multivariate variation, whileetfirst four PC axis explaining 63.64%.
Plant height, days to maturity, capsules plant-d seed yield plant-1 were the major
determinants of the genetic diversity in the cditet Cluster analysis placed all the
accessions into seven groups

The magnitude of correlation was the highest ireazsNumber of capsules/plant. High
direct effect on seed yield was depicted by Numdfecapsules per plant, Number of
seeds per capsule and 1000 seed weight. High aitiveandirect effect on seed yield by



Number of capsules/plant via days to 50% floweriptant height and Number of
branches/plant was observed [109].

Daniyaet al., [110] found that seeds per capsule contributecerntmseed yield compared
with other growth and yield characters measuredh Raalysis revealed that greatest
direct effect and individual factor contribution seed yield were made by Number of
seeds per capsule. Alegeal., [111] studied genetic diversity and correlatiorfticient
on 23 genotypes of different origin for phytocheahinature. The results revealed high
genetic diversity among the 23sesame genotypeslamged that the phenolic contents
had negative correlation with tannin while flavathbiad positive correlation with saponin
and alkaloid.

Table 1. Genotypic and phenotypic correlationsdifferent traits in sesame (Fazlal.,

98)
Traits r CPP BPP SPC 1000SW | YPP
PH Iy 0.573* | 0.749* |0.078 -0.013 | 0.357*
K 0.571* | 0.746"* | 0.07¢ -0.01¢ 0.355’
CPP Iy 0.554* | 0.653* | 0.477** | 0.917*
r 0.553* | 0.648** | 0.474** | 0.916*
BPP Iy 0.146 0.035 0.414%
r 0.146 0.033 0.414%
SPC Iy 0.487* | 0.749"
o 0.480* | 0.741*
1000SW | 1, 0.761*
I 0.758*

**= highly significant

PH =Plant height, CPP = Capsules per plant, BPRmdres per plant, SPC= Seeds per
capsule, 1000SW= 1000 Seeds weight, YPP= Yielgplaart.

Table-2: Direct and indirect effects of differetamt characters on seed yield per plant

(Fazalet al., 98)

Indirect effect Direct

PH CPP BPP 1000SW | SPC effect
PH 0.3710 0.0635 -0.0051 0.0102 | -0.0830
CPP -0.048 0.047 0.183 0.087 0.6480
BPP -0.0621 | 0.3588 0.0133 0.0193 | 0.0849
1000SW | 0.001: 0.308: 0.002¢ 0.064¢ 0.383’
SPC -0.006¢ 0.423: 0.012: 0.186" 0.132¢

PH =Plant height, CPP = Capsules per plant, BPRmd@res per plant, 2000SW= 1000
Seeds weight, SPC= Seeds per capsule.

Conclusion

Correlation and path coefficient are the best sifaéil tools to study the amount of
variation exist in plant population, inter-relatsmip of different yield related traits
and the relationship between variables in multalale system relatively for developing
high yield potential cultivars. Previous studiesvaffious sesame breeders proved that
plant height, number of branches per plant, nundfecapsules per plant, seeds per
capsules and1000-seed weight are the major yislcaded traits, controlled by additive
gene action. This indicates that these traits m@ortant yield contributing components
and can be used for yield improvement in sesamediorg program.

These traits especially capsules/plant may be asestlection criteria in future breeding
programs for the development of high seed yiel@sesvarieties/hybrids. As demand of



sesame is growing gradually, so it is obligatoryntake efforts for the development of
disease resistant, insect/pest resistant and egding sesame cultivars.
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