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Reviewer’s comment

Author’s comment (if agreed with
reviewer, correct the manuscript
and highlight that part in the
manuscript. It is mandatory that
authors should write his/her
feedback here)

Compulsory 1.
REVISION comments
2.
3.
4,

It is not clear for me why CSSS method is used for the comparison
of ICRS/DS method in this paper. Because there are other stochastic
search algorithm in the literature such as simulated annealing, tabu
search or genetic search. So is ICRS/DC already better than those
methods so that the author(s) choose(s) this algorithm to compare
with CSSS?

[t can be presented how the order of convergence changes with
respect to the increase in the dimension of networks. Hence we can
understand the advantage of CSSS over ICRS/DS in realistically
large or moderately large biological systems.

In the literature part, there is no information about other stochastic
search algorithms and hybrid search algorithms. Because of this
reason [ cannot see why CSSS is chosen among those methods (i.e.
among other stochastic and hybrid search method).

On line 226-229, it is written that if we change the selected initial
values, the convergence of both algorithms becomes worse. So does
it mean that for arbitrary initial values or for other choices as
initials, both algorithms perform almost equally? If it is, it is not
very clear for me the advantage of this method over CSSS in every
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situation.

Here the fit is shown when delta t=0.05. So the observed time
points are very close. So how the performance of both methods
changes if the observations are collected when delta t=1 or higher
values? Do the plots in Figure 2 change in this case?

6. Do(es) the author(s) show the performance of both algorithms in

large or moderately large networks? Because it seems that the
current application is valid for small toy system. Moreover a small
application via a real dataset, if such data are available, can be
interesing.
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Minor REVISION
comments

1. The set of reaction or simple figure of the system described in
Equation 9 can be given. Because we cannot see how we produce
the set of equation in (9).

2. How do(es) the author(s) decide on alpha=0.057? Is it chosen
arbitrarily?

3. The meaning of each term in Table 1 can be briefly described in the
caption as it can help the reader to understand the pseudo-codes
better.

4. The available data used in section 3 and figure 2 are described
shortly at the beginning of section 3.1 such as how many data
points are observed for each time point? How many genes are used
and how many parameters do we need to estimate?

5. The meanings of 0.0191 for ICRS/DS and 0.0170 for CSSS (line 218)
are not given. Those can be explained.

6. Could the author(s) also show the plot for the number of
unsuccessful iterations like in Figure 1?

7. The y-axis of Figure 1, 6 and 7 cannot be read at all.

Optional/General
comments

I consider that the paper is interesting to suggest a better performed
algorithm in ODE type of inference. Whereas before accepting for
publication, certain revision listed above is needed.

Note: Anonymous Reviewer
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