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 Reviewer’s comment Author’s comment (if agreed 

with reviewer, correct the 

manuscript and highlight that 

part in the manuscript. It is 

mandatory that authors should 

write his/her feedback here) 

Compulsory 

REVISION comments 

 

This manuscript deals with a morphotyping, biotyping, serotyping, antimicrobial susceptibility testing, 

and RAPD-PCR technique, to characterize the Salmonella sp isolates.  PCR-based fingerprinting using 

random amplified polymorphic DNA (RAPD) has been used widely for genome identification. However, 

please include more details in the method about the strategies to choose or to make the primers, since 

usually in other study the primers of RAPD constitute of more than 8 primers in order to get the 

highest discrimination index. 

The calculation of the discrimination index is lacking and the authors just report that the 

discrimination index was 0.77 (line 190). The discrimination index should be more than 0.9, in order 

to show the robustness of the method to differentiate of field-isolated Salmonella strains and 

epidemiological studies.  

In the material and methods section the authors do not mention if in this study use the reference 

Salmonella typhi strains, and does not use the dendrogram to show the  genetic variation among 

isolates. 

 

Minor REVISION 

comments 

 

In my opinion the topic of this article is interesting and useful to optimise the drug use, especially third 

generation of cephalosporin. 

Please rewrite the article including references using SDI Paper template, or by using sequence 

numbers like 1., 1.1., 1.2., to organize the whole article and number the headings and subheadings. 

 

Please be consistent in writing of “bla ctx “, “blaCTX “genes 

(lines 162-168). 

 

I think the author should change the Figure 2, with better image resolution. 
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comments 

Please clarify ethical issue, if any 
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