Q)
SCIENCEDOMAIN international Py 7

www.sciencedomain.org

SDI Review Form 1.6

Journal Name: British Microbiology Research Journal
Manuscript Number: 2015_BMR]_17225

Title of the Manuscript: Sequences variations of Human Papillomavirus type 16 E6 and E7 genes in cervical cancer isolates

from Gabon

Type of the Article Original Research Article

General guideline for Peer Review process:

This journal’s peer review policy states that NO manuscript should be rejected only on the basis of lack of Novelty’, provided the manuscript is
scientifically robust and technically sound.
To know the complete guideline for Peer Review process, reviewers are requested to visit this link:

(http://www.sciencedomain.org/page.php?id=sdi-general-editorial-policy#Peer-Review-Guideline)

Created by: EA Checked by: ME Approved by: CEO Version: 1.6 (07-06-2013)



SDI Review Form 1.6

PART 1: Review Comments

SCIENCEDOMAIN international

www.sciencedomain.org

Q
EY

&
e
-: I

IEDOMAN

Reviewer’s comment

Author’s comment (if agreed with reviewer,
correct the manuscript and highlight that part in
the manuscript. It is mandatory that authors
should write his/her feedback here)

Compulsory REVISION comments

The study : Sequences variations of Human
Papillomavirus type 16 E6 and E7 genes in

cervical cancer isolates from Gabon”

is very interesting and reported for the first time the
distribution of HPV-16 E6

and E7 genetic variants in cervical cancer cases in
Gabon - Africa.

The English is well written.
The nucleotide sequence analysis sounds good.

In spite of the small number of the cervical
specimens analyzed (n=29), the authors

claim that further studies should be done.
Moreover authors concluded Data on the
identification of HPV variants are important

for the development of improved HPV diagnosis
tests and would facilitate the design

of therapeutics and vaccines.

We thank the reviewer for his comment. It is
clear that further studies should be done in our
country with larger number of cervical
specimen. Moreover, several studies have
indicated that the identification of HPV variant
are important for the development of improved
HPV diagnosis test and would facilitate the
design of therapeutics and vaccines taking into
account the specific mutations which can
characterise for example a population.

Minor REVISION comments

Optional /General comments
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