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 Reviewer’s comment Author’s comment (if agreed with reviewer, 

correct the manuscript and highlight that part in 

the manuscript. It is mandatory that authors 

should write his/her feedback here) 

Compulsory REVISION comments 

 

The study :  Sequences variations of Human 

Papillomavirus type 16 E6 and E7 genes in 

cervical cancer isolates from Gabon” 

 is very interesting  and reported for the first time the 

distribution of HPV-16 E6 

and E7 genetic variants in cervical cancer cases in 

Gabon – Africa. 

 

The English is well written. 

 

The nucleotide sequence analysis sounds good. 

 

In spite of the small number of the cervical 

specimens analyzed (n=29), the authors 

claim that further studies should be done. 

Moreover authors concluded Data on the 

identification of HPV variants are important 

for the development of improved HPV diagnosis  

tests and would facilitate the design 

of therapeutics and vaccines. 

 

We thank the reviewer for his comment. It is 

clear that further studies should be done in our 

country with larger number of cervical 

specimen. Moreover, several studies have 

indicated that the identification of HPV variant 

are important for the development of improved 

HPV diagnosis test and would facilitate the 

design of therapeutics and vaccines taking into 

account the specific mutations which can 

characterise for example a population. 
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