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PART 2:  

FINAL EVALUATOR’S comments on revised paper (if any) Authors’ response to final evaluator’s comments 

1. It is a very good work and author may add value by incorporating the suggestions 

mention below. 

2. Accession number of the induced resistance E.coli cultures is not yet provided along 

with the method adapted to develop resistance. 

3. Only table 6 contain mean ± SEM not others (table 2, table 7, table 8), may be added.  

4. Screening details of all the 29 isolates has not yet provided in the table -2, only 19 

have been shown. Author says that he has not provided as there were no results but 

AIAH 11 and AIAH 23 are given in table which are showing no activity. There should 

be homogeneity in the methodology, data and results. 

5. Discussion section has still not been corrected, it would be better if probable science 

behind the results be discussed. 

6. Reference of generic and isolation of metabolites are not yet added. 

7. The potential strain may be identified using the molecular tools and data of 

sequencing may be submitted to journal.  

1. Thank you very much. We acknowledge your comments. 

2. In our Lab, we developed induced resistant of E. coli in another purpose and fortunately 

we try to find its susceptibility to our extracts. As development of induced resistant is not 

our routine or research work, we did not submit it to get accession number. But in future 

we will try to do that. 

3. Mean ± SEM was added in table 2 and 6. 

4. All 29 isolates were included in the table-2 to get homogeneity in methodology, data and 

results. 

5. It was corrected according to your suggestions. 

6. Reference of generic study was given in the text.  

7. Exactly, We have already isolate 16srRNA, conducting PCR, and finally Sequencing of the 

organism will be done in very soon and it will submitted to gene bank to get an accession 

number, which will be published in another manuscript focusing mainly Characterization.  

As this manuscript highlights only its antibacterial activity, so we think sequencing is not 

essential to this manuscript. 

 

 

       Thank you very much for your contributions to this Journal.  

 


