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Compulsory REVISION comments 

 

After reading this manuscript, I considered that is adequate for the 

journal. However revision is necessary. After of analysis of 

primers, I observed that TM (melting temperature) is not correct 

for E6 primers. Maybe it is an equivocation of authors. According 

to my analysis of TM for forward primers is of 46.11° C while for 

reverse primer is of 47.92° C. Why the authors used TM in 49.5° C?. 

Garbuglia et al., (15) was the reference that was cited by authors, 

for use these primers. However, Garbuglia described a TM of 58° C.  

Another observation was that Garbuglia's primers have a 

deficiency because only 10 from 14 nucleotides of E6 forward 

primer was identified by the sequence complementary of the 

target region according with LC027225.1 sequence analysed and it 

is reported in GenBank.Another aspect was I can't analyse the 

regions sequenced by authors because GenBank accession 

numbers were not available. These are critical aspects because I 

can't observe the mutation point described by the authors 

 

Minor REVISION comments 

 

A revision of the references is necessary. I consider that some are 

outdated references and that are not necessary. Furthermore, some are 

not well written, for example: the reference 11, lack an author, the name 

of the journal is not complete and lack of volume number. 
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