
Editor’s Comment:   

Genotyping of related SNPs might provide an important method to foresee the risk and the prognosis of 
cancer. The present study aims at evaluation of the association between MMP-1-1607 1G/2G, MMP-9-
1562 C/T, MMP-14-6767 G/A and MMP-14-6727 C/G gene polymorphisms and HCC in HCV infected 
patients. They conclude that MMP-1 -1607 2G allele and MMP-9-1562 T, 6727 C and 6767 G allele 
carriers would increase the risk of HCC only in HCV infected patients, which might help to prediction of 
susceptibility and development of HCC in Egyptian population. 
Overall, the work appears reasonable and useful. Thus, it is deserved to be published in this journal. 
Some minor points:  

1.      In abstract, Background: promotors should be promoters. 
2.      p15 Thus the cell behaves in a strange way (15). 
3.      p15 CONCLUSION  …provide an easy…. 
4.      All REFERENCES need to unify, such as refs 3, 24, 25 and 29. 
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